[Family clustering analysis of HBV infection].
A family clustering analysis of HBsAg, anti-HBs, anti-HBc positive and total infected persons in 148 families on a farm was carried out by the methods of G statistic, binomial distribution and negative binomial distribution. The results consistently showed that there was significant clustering of HBsAg carriers in families, whereas there were not clustering was seen an overall HBV infected persons in families. The clustering of HBsAg carriers in families is due probably to the effect of some genetic factors. The results of G statistic analysis indicate that anti-HBc also have significant clustering in families.